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PATENT APPLICATION: US/09/509,775 

Input Set : A:\53466277.app 

Output Set: N:\CRF3\04042001\I509775. 

<110> APPLICANT: FUJITA, JUN 

<120> TITLE OF INVENTION: GANKYRIN 

<130> FILE REFERENCE: 053466/0277 

<140> CURRENT APPLICATION NUMBER: 09/509,775 

<141> CURRENT FILING DATE: 2000-03-31 

<150> PRIOR APPLICATION NUMBER: PCT/JP98/04467 

<151> PRIOR FILING DATE: 1998-10-02 

<150> PRIOR APPLICATION NUMBER: JP 9-286214 

<151> PRIOR FILING DATE: 1997-03-10 

<160> NUMBER OF SEQ ID NOS : 16 

<170> SOFTWARE: Patentin Ver, 2.1 

<210> SEQ ID NO: 1 

<211> LENGTH: 780 

<212> TYPE: DNA 

<213> ORGANISM: Homo sapiens 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: (97).. (774) 

<400> SEQUENCE: 1 

tggtgaagct ctaacggctg ttttgactgg cgtagccgga 
yttgctcgcg cgacaagtag ttgctgggac agcgaa atg 

Met 



DATE: 04/05/2001 
TIME: 11:09:33 



(NO 



J3 

m 
o 
m 

< 
m 
o 



1642 




raw 



4 



ENTERED 



gccggcgacg t 
gag ggg tgt 
Glu Gly Cys 



aac eta atg gtc tgc aac ctg gcc tac age ggg 
Asn Leu Met Vol Cys Asn Leu Ala Tyr Ser Gly 

10 15 
aag gag agt att ctg gcc gat aaa tec ctg get 
Lys Glu Ser lie Leu Ala Asp Lys Ser Leu Ala 



25 



30 



gac ago aga act gca ttg cac tgg gca tgc tea 

Asp Ser Arg Thr Ala Leu His Trp Ala Cys Ser 

40 45 

att gtt gaa ttt ttg ttg caa ctt gga gtg cca 



Il.e Val Glu Phe Leu T.eu Gin T.eu Gly Val 



55 



60 



Pro 
65 



aag 
Lys 

act 
Thr 

get 
Ala 
50 
gtg 
Val 



ctg gaa 
Leu Glu 
20 

aga act 
Arg Thr 
35 

gga cat 
Gly His 

aat gat 
Asn Asp 



gat gca ggt tgg tct cct ctt cat att gcg get 
Asp Ala Gly Trp Ser Pro Leu His lie Ala Ala 

75 80 
qaq att gta aaa gcc ctt ctq gga aaa ggt get 
Glu lie Val Lys Ala Leu Leu Gly Lys Gly Ala 



90 



95 



aat caa aat ggc tgt act ccc tta cat tat gca 
Asn Gin Asn Gly Cys Thr Pro Leu His Tyr Ala 



105 



110 



cat gag ate get gtc atg tta ctg gaa ggc ggg 
His Glu He Ala Val Met Leu Leu Glu Gly Gly 
120 125 



tct get ggc 
Ser Ala Gly 

caa qtq aat 
Gin Val Asn 
100 

get teg aaa 
Ala Ser Lys 
115 

get aat cea 
Ala Asn Pro 
130 



gaggcgggc 
gtg tct 
Val Ser 
5 

gag ttg 
Glu Leu 

gac cag 
Asp Gin 

aca gaa 
Thr Glu 

r>aH gac 
T.ys Asp 
7 0 

egg gat 
Arg Asp 

85 
get gtc 
Ala Val 

aac agg 
Asn Arg 

gat get 
Asp Ala 



60 
114 



162 



210 



258 



306 



354 



402 



450 



498 
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70 


aag 


gac 


cat 


tat 


gag 


get 


aca 


9ea 


atg 


cac 


egg 


gca 


gca 


gee 


aag 


ggt 


54 6 


71 


Lys 


Asp 


His 


Tyr 


Glu 


Ala 


Thr 


Ala 


Met 


His 


Arg 


Ala 


Ala 


Ala 


Lys 


Gly 




72 


135 










140 










145 










150 




74 


aac 


ttg 


aag 


atg 


att 


cat 


ate 


ctt 


ctg 


tac 


tac 


aaa 


gca 


tec 


aca 


aac 


594 


75 


Asn 


Leu 


Lys 


Met 


He 


His 


He 


Leu 


Leu 


Tyr 


Tyr 


Lys 


Ala 


Ser 


Thr 


Asn 




76 










155 










160 










165 






78 


ate 


caa 


gac 


act 


gag 


ggt 


aac 


act 


act 


eta 


cac 


tta 


gee 


tgt 


gat 


gag 


642 


79 


lie 


Gin 


Asp 


Thr 


Glu 


Gly 


Asn 


Thr 


Pro 


Leu 


His 


Leu 


Ala 


Cys 


Asp 


Glu 




80 








170 










175 










180 








82 


gag 


aga 


gtg 


gaa 


gaa 


gca 


aaa 


ctg 


ctg 


gtg 


tec 


caa 


gga 


gca 


agt 


att 


690 


83 


Glu 


Arg 


Val 


Glu 


Glu 


Ala 


Lys 


Leu 


Leu 


Val 


Ser 


Gin 


Gly 


Ala 


Ser 


He 




84 






185 










190 










195 










86 


tac 


att 


gag 


aat 


aaa 


gaa 


gaa 


aag 


aca 


ccc 


ctg 


caa 


gtg 


gee 


aaa 


ggt 


738 


87 


Tyr 


He 


Glu 


Asn 


Lys 


Glu 


Glu 


Lys 


Thr 


Pro 


Leu 


Gin 


Val 


Ala 


Lys 


Gly ' 




88 




200 










205 








210 












90 


ggc 


ctg 


ggt 


tta 


ata 


etc 


aag 


aga 


atg 


gtg 


gaa 


ggt 


taaaca 






780 


91 


Gly 


Leu 


Gly 


Leu 


He 


Leu 


Lys 


Arg 


Met 


Val 


Glu 


Gly 












92 


215 










220 










225 















95 <210> SEQ ID NO: 2 

96 <211> LENGTH: 226 

97 <212> TYPE: PRT 

98 <213> ORGANISM: Homo sapiens 



100 


<400> SEQUENCE: 


2 
























101 


Met 


Glu 


Gly 


Cys 


Val 


Ser 


Asn 


Leu 


Met 


Val 


Cys 


Asn 


Leu 


Ala 


Tyr 


Ser 


102 


1 








5 










10 










15 




104 


Gly 


Lys 


Leu 


Glu 


Glu 


Leu 


Lys 


Glu 


Ser 


He 


Leu 


Ala 


Asp 


Lys 


Ser 


Leu 


105 








20 










25 










30 






107 


Ala 


Thr 


Arg 


Thr 


Asp 


Gin 


Asp 


Ser 


Arg 


Thr 


Ala 


Leu 


His 


Trp 


Ala 


Cys 


108 






35 










40 










45 








110 


Ser 


Ala 


Gly 


His 


Thr 


Glu 


He 


Val 


Glu 


Phe 


Leu 


Leu 


Gin 


Leu 


Gly 


Val 


111 




50 










55 










60 










113 


Pro 


Val 


Asn 


Asp 


Lys 


Asp 


Asp 


Ala 


Gly 


Trp 


Ser 


Pro 


Leu 


His 


He 


Ala 


114 


65 










70 










75 










80 


116 


Ala 


Ser 


Ala 


Gly 


Arg 


Asp 


Glu 


He 


Val 


Lys 


Ala 


Leu 


Leu 


Gly 


Lys 


Gly 


117 










85 










90 










95 




119 


Ala 


Gin 


Val 


Asn 


Ala 


Val 


Asn 


Gin 


Asn 


Gly Cys 


Thr 


Pro 


Leu 


His 


Tyr 


120 








100 










105 










110 






122 


Ala 


Ala 


Ser 


Lys 


Asn 


Arg 


His 


Glu 


He 


Ala 


Val 


Met 


Leu 


Leu 


Glu ,Gly 


123 






115 










120 










125 








125 


Gly 


Ala 


Asn 


Pro 


Asp 


Ala 


Lys 


Asp 


His 


Tyr 


Glu 


Ala 


Thr 


Ala 


Met 


His 


126 




130 










135 










•140 










128 


Arg 


Ala 


Ala 


Ala 


Lys 


Gly 


Asn 


Leu 


Lys 


Met 


He 


His 


He 


Leu 


Leu 


Tyr 


129 


145 










150 










155 










160 


131 


Tyr 


Lys 


Ala 


Ser 


Thr 


Asn 


He 


Gin 


Asp 


Thr 


Glu 


Gly 


Asn 


Thr 


Pro 


Leu 


132 










165 










170 










175 




134 


His 


Leu 


Ala 


Cys 


Asp 


Glu 


Glu 


Arg 


Val 


Glu 


Glu 


Ala 


Lys 


Leu 


Leu 


Val 


135 








lyo 










185 










190 






137 


Scr 


Gin 


Gly 


Ala 


Ser 


He 


Tyr 


Hg 


Glu 


Asn 


Lys 


Glu 


Glu 


Lys 


Thr 


Pro 


138 






195 










200 










205 
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140 Leu Gin Val Ala Lys Gly Gly Leu Gly Leu lie Leu Lys Arg Met Val 

141 210 215 220 

143 Glu Gly 

144 225 

147 <210> SEQ ID NO: 3 

148 <211> LENGTH: 696 

149 <212> TYPE: DNA 

150 <213> ORGANISM: Mus Sp. 

152 <220> FEATURE: 

153 <221> NAME/KEY: COS 

154 <222> LOCATION: <!)..( 693) 

156 <220> FEATURE: 

157 <221> NAME/KEY: modif ied„base 
150 <222> LOCATION: (198) 

159 <223> OTHER INFORMATION: a, t, c or g 
161^<400> StIQUENCE: 3 

162 .^tg gag ggg tgt gtg tct aac ata atg ate tgt aac otg gcc tac agt 48 

163 Met Glu Gly Cys Val Ser Asn lie Mot lie Cys Aan Leu Ala Tyr Sev 

164 1.5 10 15 

166 ggg aag ctg gat gag ttg aag gag cgc att ttg get gat aaa tct ctg 96 

167 Gly Lys Leu Aho Glu Leu Ly.s Glu Arg lie Leu Ala Asp Lys Ser Leu 
163 20 25 30 

170 get act aga act gat cag qac aqc aga aaa get ttg cac tgg gca Lqc 114 

171 Ala Thr Arg Thr Asp Gin Asp Ser Arg Thr Ala Leu His Trp AJ.a Cys 

172 35 40 15 

174 tea get gg<: <iat aca gaa att gtn gaa ttc ttg ctg caa ctt gga gtg 192 
17 5 Scr Ala Gly His Thr Clu lie Val Glu Phc Leu Leu Gin Leu Gly Val 

175 50 55 GO 

W--> 17 n oca gtn aat. gat aaa g.it gac gca ggt tgg tct cot ctt cat att get 240 

179 Pro Val Asn Asp Lys Asp Asp Ala Gly Trp Ser Pro Leu His lie Ala 

180 65 " 70 75 80 

182 gcc tee get ggc egg gat gag att gta aaa gcc ctt ctg gtg aaa qyt 288 

183 Ala Ser Ala Giy Arg Asp Glu lie Val Lys Ala Leu Leu Val Lys Gly 

184 05 90 05 

186 gca eat gtt aat tct qtc aat caa aac gqc tgc act cca etc cat tat 336 

187 Ala His Val Asa Ser Val Asn Glii Asu Gly Cys Thr Pro Leu His Tyr 

188 100 ins 110 

190 yea get teg aag aat ayg eat ga*j att tct gtt atg tta eta gaa yyt 384 

191 Ala Ala Ser Lys Asn Arg His Glu lie Ser Val Met Leu Geu Glu Gly 

192 115 120 125 

194 ggg get aac cca gat gcg aag gac cat tac gat get aca gca atg cnc 432 

195 Gly Ala Asn Pro Asp Ala Lys Aup His Tyv Asp Ala Thr Aia Met His 
19G 130 135 140 

198 f:gg gea gca gcc aag ggt aac ttg aag atg gtt cac ate t:VA\ ctg t:ttj 4 80 

199 Arg Aia Aia Ala Lys Giy Asn Lou r.ys Mfit Val )lis J U^. Ler. Leu :-Mk^ 

200 145 IbO 1'j5 w;o 
AO'A tac aaa gca tec aca aac ate caa gac act gag ggt aac act cct eta 

203 Tyr Lys Ala Sor Thr Asn Ilo Gin Asp Thr Glu Gly Asn Thr Pro Lou 

204 165 170 175 
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206 cac tta gcc tgt gat gaa gag aga gtg gaa gag gca aaa ttt ctg gtg 57 6 

207 His Leu Ala Cys Asp Glu Glu Arg Val Glu Glu Ala Lys Phe Leu Val 

208 180 185 190 

210 act caa gga gca agt att tac att gag aat aaa gaa gaa aag aca ccc 624 

211 Thr Gin Gly Ala Ser lie Tyr lie Glu Asn Lys Glu Glu Lys Thr Pro 

212 195 200 205 

214 ctg caa gtt gcc aaa ggg ggc ctg ggt tta ata etc aag aga eta gca 67 2 

215 Leu Gin Val Ala Lys Gly Gly Leu Gly Leu lie Leu Lys Arg Leu Ala 

216 210 215 220 

218 gaa agt gaa gag get tct atg tag 696 

219 Glu Ser Glu Glu Ala Ser Met 

220 225 230 

223 <210> SEQ ID NO: 4 

224 <211> LENGTH: 231 

225 <212> TYPE: PRT ^ , 

226 <213> ORGANISM: Mus sp. ' 
228 <400> SEQUENCE: 4' ' 



229 


Met 


Glu 


Gly 


Cys 


Val 


Ser 


Asn 


He 


Met 


He 


Cys 


Asn 


Leu 


Ala 


Tyr 


Ser 


230/ 1 








5 










10 










15 




232 


Gly 


Lys 


Leu 


Asp 


Glu 


Leu 


Lys 


Glu 


Arg 


He 


Leu 


Ala 


Asp 


Lys 


Ser 


Leu 


233 








20 










25 










30 






235 


.Ala 


Thr 


Arg 


Thr 


Asp 


Gin 


Asp 


Ser 


Arg 


Thr 


Ala 


Leu 


His 


Trp 


Ala 


Cys 


236 






35 










40 










45 








238 


Ser 


Ala 


Gly 


His 


Thr 


Glu 


He 


Val 


Glu 


Phe 


Leu 


Leu 


Gin 


Leu 


Gly Val 


239 




50 










55 










60 










241 


Pro 


Val 


Asn 


Asp 


Lys 


Asp 


Asp 


Ala 


Gly 


Trp 


Ser 


Pro 


Leu 


His 


He 


Ala 


242 


65 










70 










75 










80 


244 


Ala 


Ser 


Ala 


Gly 


Arg 


Asp 


Glu 


He 


Val 


Lys 


Ala 


Leu 


Leu 


Val 


Lys 


Gly 


245 










05 










90 










95 




247 


Ala 


His 


Val 


Asn 


Ser 


Val 


Asn 


Gin 


Asn 


Gly 


Cys 


Thr 


Pro 


Leu 


His 


Tyr 


248 








100 










105 










110 






250 


Ala 


Ala 


Ser 


Lys 


Asn 


Arg 


His 


Glu 


He 


Ser 


Val 


Met 


Leu 


Leu 


Glu 


Gly 


251 






115 










120 










125 








253 


Giy 


Ala 


Asn 


Pro 


Asp 


Ala 


Lys 


Asp 


His 


Tyr 


Asp 


Ala 


Thr 


Ala 


Met 


His 


254 




130 










135 










140 










256 


Ary 


Ala 


Ala 


Ala 


Lys 


Gly 


Asn 


Leu 


Lys 


Met 


Val 


His 


He 


Leu 


Leu 


Phe 


257 


14 f) 










150 










155 










160 


259 


Tyr 


-"J - 


Ala 


Ser 


Thr 


Asn 


He 


Gin 


Asp 


Thr 


Glu 


Gly 


Asn 


Thr 


Pro 


Leu 


260 










165 










170 










175 




262 


His 


Leu 


Ala 


Cys 


Asp 


Glu 


Glu 


Arg 


Val 


Glu 


Glu 


Ala 


Lys 


Phe 


Leu 


Val 


263 








180 










185 










190 






265 


Thr 


Gin 


Gly 


Ala 


Ser 


IlG 


Tyr 


He 


Glu 


Asn 


Lys 


Glu 


Glu 


Lys 


Thr 


Pro 


266 






195 










200 










205 








268 


Leu 


Gin 


Val 


Ala 


Lys 


Gly 


Gly 


Leu 


Gly 


Leu 


He 


Leu 


Lys 


Arg 


Leu 


Ala 


269 




210 










215 










220 










271 


Glu 


Ser 


Glu 


Glu 


Ala 


Ser 


Met 





















272 225 230 

275 <210> SEQ ID NO: 5 

276 <211> LENGTH: 696 
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277 <212> TYPE: DNA 

278 <213> ORGANISM: Rattus sp. 

280 <220> FEATURE: 

281 <221> NAME/KEY: CDS 

282 <222> LOCATION: (1)..(693) 
284 <400> SEQUENCE: 5 



285 


atg 


gag 


ggg 


tgt 


gtg 


tet 


aac 


eta 


ata 


a tc 


tat 


aac 




gee 


tac 




4 8 


286 


Met 


Glu 


Gly 


Cys 


Val 


Ser 


Asn 


Leu 


Met 


Val 


Cys 


As n 


Leu 


M J.C1 


lyr 


As n 




287 


1 








5 










10 










J. J 






289 


ggg 


aag 


ctg 


gat 


gag 


ttg 


aag 


gaa 


ago 


att 


tta 


act' 


ga t" 


aag 




ctg 


-7 D 


290 


Glv 


Ly s 


Leu 


Asp 


Glu 


Leu 


Lys 


Glu 


Ser 


I le 




Ala 


Asp 


Lys 


Ser 


Leu 




291 








20 










25 










J u 








293 


gcc 


act 


aga 


act 


aat 

y a 


cag 


gae 


age 


aga 


aea 


y ^ci 




cae 


tgg 


gca 


tgc 


1 A A 


294 


Ala 


Thr 


Arg 


Thr 


Asp 


Gin 


Asp 




Arg 


L llL 




Leu 


U -i 

HIS 


Trp 


A 1 =» 


Cys 




295 






35 










40 
















297 


tea 


act 


aa t 
y y ^ 


cat 


aea 


gaa 


a tt 


y Lu 


gaa 




L. Ly 


etg 


caa 


e UC 


gga 


gtg 




298 


Ser 


Ala 


Glv 


His 


Thr 


Glu 


I le 


Va 1 




rr lie 


Leu 


Leu 


Vjltl 


Leu 


oly 


Val 




299 




50 










55 










60 










301 


cca 


ata 


aa t 


gaa 


aaa 


gae 


ga t 


gca 


gg c 


egg 




CO U 


C U L. 


ca c 


a c u 


get 


^4 U 


302 


Pro 


Val 


Asn 


Glu 


Ly s 


Asp 


Asp 


Ala 


Gly 


i rp 


o til. 


Pro 


Leu 


His 


1 re 


Aia 




303 


65 










70 




















o U 




305 


get 


tec 


QCt 


crcic 


eoQ 


Qa t 




att 


g ta 


aaa 


gcc 


ett 


etg 


;i t- A 


aaa 


999 


O P ft 
zoo 


306 


Ala 


Ser 


Ala 


Glv 




Asp 


Glu 


lie 


Va 1 


Lj Y o 




Leu 


Leu 


1 j.e 


r trt_- 

Liys 


vjXy 




307 










i35 










90 














309 


Qca 


caa 


<j ta 


aat 


gcc 


ate 


aat 


cag 


aat 


y yu 


t" rr 
uy w 


acg 


gee 


L. U 




t- ;^ 1- 

L.a t. 


J J D 


310 


Ala 


Gin 


Val 


As n 


Ala 


Va I 


Asn 


Gin 




\tx y 


Cys 


1. n 17 


H ra 


r.jeu 


HIS 


Tyr 




311 








100 










105 










1 1 n 








313 


gea 


get 


tec 


aag 


aat 


aqcT 


cat 


aaa 


att 


ac t 


att 


a tg 


tta 


eta 


gaa 


ggt 


J O *i 


314 


Ala 


Ala 


Ser 


Lvs 


Asn 


Arg 


His 


Glu 


I le 


Ala 


Val 




Leu 


Leu 


C 1 11 

J. U 


o ry 




315 






115 










120 










125 








317 


999 


ycL 


aa L 


cca 




gut 


aag 


aac 


ca t: 


Lat 


gat 


y C L 


aca 


gca 


a tg 


cac 


4 32 


318 


Gly 


Ala 


Asn 


Pro 


Asp 


Ala 


Lys 


Asn 


His 


Tyr 


Asp 


Ala 


Thr 


Ala 


Met 


His 




319 




130 










135 










140 












321 


egg 


gca 


gca 


gcc 


aag 


ggt 


aac 


ttg 


aag 


atg 


gtt 


cat 


ate 


ctt 


ctg 


ttc 


480 


322 


Arq 


Ala 


Ala 


Ala 


Lys 


Gly 


Asn 


Leu 


Lys 


Met 


Val 


His 


lie 


Leu 


Leu 


Phe 




323 


145 










150 










155 










160 




325 


trie. 


nan 


tJCH 


i .( :( : 


rtt;a 


aac 


ate 


caa 


ya 1: 


acl: 




yyi. 




act 


CCl". 


CI.H 


528 


326 


Ty r 


i^j ^ 


Aia 


Ser 


Thr 


Asn 


lie 


Gin 


Asp 


Thr 


Giu 


Giy 


Asn 


Thr 


Pro 


Leu 




327 










165 










170 










175 






329 


cac 


tta 


gcc 


tgt 


gat 


yay 


gag 


aga 


gtg 


gaa 


yaa 


gea 


aaa 


ttg 


ctg 


gtg 


576 


330 


His 


Leu 


Ala 


Cy<^ 


Asp 


Glu 


Glu 


Arg 


Val 


Glu 


Giu 


Ala 


Lys 


Leu 


Leu 


Val 




331 








180 










185 










190 








333 


acc 


caa 


gga 




agt 


ai;t 


tae 


att 


gaa 


aat 


aag 


gaa 


gaa 


aag 


aca 


ccg 


624 


334 


The 


Gin 


Gly 


ALO 


Ser 


lie 


Tyr 


lie 


Giu 


Asn 


Lys 


Glu 


Gl u 


Lys 


Thr 


Pro 




335 






I'JS 










200 










205 










337 


ctg 


caa 


gtc 


gcc 


aaa 


goa 


gge 


etg 


•got 


tta 


ata 


etc 


aaa 


aga 


ate 


gca. 


f572 


338 


Leu 


Gin 


Val 


ALa 


Lys 


Gl.y 


Gly 


Leu 


Gly 


Leu 


Il.e 


t.eu 


Lys 


Arg 


lie 


Ala 




339 




210 










215 










220 












341 


gaa 


agt 


gaa 


gag 


get 


tct 


atg 


tag 


















696 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE: 04/05/2001 

PATENT APPLICATION: US/09/509,775 TIME: 11:09:34 



Input Set : A:\53466277.app 

Output Set: N:\CRF3\04042001\I509775.raw 

L:178 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 

L:526 M:341 W: (46) "n" or "Xaa" used; for SEQ ID# : 10 

L:529 M:341 W: (46) "n" or "Xaa" used; for SEQ ID# : 10 
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